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Positions held
1977-1981 University of Edinburgh, Scotland (BSc., 1st class Hons. in Molecular Biology)
1981-1986 MRC Laboratory of Molecular Biology, Cambridge, England
1981-1984  PhD. (Supervisor B.G. Barrell) Studies on the Epstein-Barr Virus Genome
1984-1986 Postdoctoral Position with S. Brenner
1986-2015 European Molecular Biology Laboratory (EMBL), Heidelberg, Germany
1986-1991 Postdoctoral Position with P. Argos
1991-1995 Independent Staff Scientist within K. Leonard's group
1996-2015 Computational Biology Team Leader

Grant Consortia

ELM (FP5, coordinator)
ProteomeBinders (FP6)
EMBRACE (FP6)
DiGtoP (BMBF-NGFN)
SyBoSS (FP7)

SysCilia (FP7)

Editorial Boards

2011 - Now Science Signaling (AAAS)

1998 - Now Trends in Biochemical Sciences (Elsevier).

2000 - 2005 Comparative and Functional Genomics (Wiley).
1990 - 2008 DNA Sequence (Harwood Academic Publishers).

Scientific Advisory Board
Jalview alignment software (Dundee)
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