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A kissz6gli rontgenszoras az oldott allapotu fehérjék és altalaban a nanorendszerek szerkezetvizsgalatanak hatékony
mddszere . A pélydzat tamogatasdval az altalunk tervezett és épitett CREDO (Creative Research Equipment for DiffractiOn)
berendezés mintakezelési és mérési adatgyiijté /feldolgozo kérnyezetét fejlesztettik. (http://credo.ttk.mta.hu)
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Mintatarto fejlesztések
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Software fejlesztések

v SAXS Control - ROOT .
File Setup Calibration Hardware Scan Expose View Utiities 432.0 MB 00:03:43 GNEINE C:Nmem status To e oA -
Accounting e R ! uum pressure move a motor, double-click on the corresponding row.

Name | Alias Position  Speed | Left Bmit | Right fimit | Load
Unused 1  0.000 0.00
Sample_X 8.256 0.00 7

e format: crd_%05d

Frst FSN: 0
Project name: Preparing for IRMM measurements of 4 new SiO2 Nanopart lnext FSN: 16082

User name: Wacha

Radial beam profile

Log MOT_03 SampleY 15000 0.00 7 F

2014-10-30 11:38:12,168: ERROR: Equipment not connected at the end of connection procedur MOT.04. PHa. % S0 o e | - value

2014-10-30 11:38:12,171: INFO: GeniX status changed to: idle (Origin: saxsctrl.hardware.instru (61 104

2014-10-30 11:38:12,172: INFO: (Re)started instrument logger thread for instrument Genix_ge MOT_05 PH1Y 19.995 0.00 160 N 2 104

2014-10-30 11:38:12,173: INFO: Connected to instrument at genix.credo:502 (Origin: saxsctrl.} MOT 06 PH2 X 0.970 0.00 192 =

2014-10-30 11:38:12.258: INFO: Connected stepper controlier&driver module: TMCM6110 (firmy = = L3 1688.336
2014-10-30 11:38:14,235: INFO: (Re)started instrument logger thread for instrument TMCM611¢ MOT 07 PH2Y 20.080 0.00 180 200 || 200 || s00 sddist 1494.336
2014-10-30 11:38:14,235: INFO: Connected to instrument at credoaux.credo:2005 (Origin: sax: MOT 08 PH3 X 0.201 0.00 0 :

2014-10-30 11:38:15,241: ERROR: Equipment not connected at the end of connection procedur 800 deltal 194.0

2014-10-30 11:38:15,325: INFO: Connected stepper controlier&driver module: TMCM351 (firmw. MOT_09 PH3_Y 5.345 0.00 o ’ dektaLprime 54.0

2014-10-30 11:38:16,329: INFO: {Re)started instrument logger thread for instrument TMCM351 _ MOT_10 BeamStop_ X 1.700  0.00 7 200 | 200 | 500 S

2014-10-30 11:38:16,329: INFO: Connected to instrument at credoaux.credo:2004 (Origin: sax: z S 4 PH3_diameter 450.0 um
2014-10-30 11:38:16.413: INFO: Connected stepper controlier&driver module: TMCM351 (firmw PIOTIL.BRSSLOp.Y: 2700, 0,00 7 800 oA e eter 1.00961538462 mm
2014-10-30 11:38:17,416: INFO: (Re)started instrument logger thread for instrument TMCM351 MOT_12 Unused 2 0.000 0.00 7 "

2014-10-30 11:38:17.416: INFO: Connected to instrument at credoaux.credo:2003 (Origin: sax: Stored motor configurations 1 >4 beamstop_diameter 10.1904 mm
2014-10-30 11:38:18,095: INFO: Connected to vacuum gauge: VBU0O03 (Origin: saxsctrl. hardw: e e 1 o o detector_diameter 10.5019384615 mm

12014-10-30 11:38:18,096: INFO: (Re)started instrument logger thread for instrument VacuumGsa
2014-10-30 11:38:18.,096: INFO: Connected to instrument at credoaux.credo:2006 (Origin: sax:

directbeam_diameter 5.3202 mm
5.16443076923 mm
1.44230669219
288460738369

| directbeam_diameter

2014-10-30 11:38:18.321: INFO: GeniX status changed to: powered down (Origin: saxsctrl. hard
2014-10-30 11:38:59,080: INFO: (Re)started instrument logger thread for instrument Pilatus__pi ename prefix: crd
2014-10-30 11:38:59,082: INFO: Connected to instrument at pilatus300k.credo:41234 (Origin:
12014-10-30 11:39:00,761: DEBUG: Tool.on_delete called. Args: destroy (Origin: saxsctriwidgets.

[Select exposure to load Currently loaded:
FSN:

s 14209
. Sample-detector distance: 456.453917059
— | 4+ [Title: AgBeh Data reduction... |§

2014-10-30 11:39:00.762: DEBUG: Window for tool Setup::Connections is already being destroye = Owner: Wacha
— |+ || l& W] | Q [Exposure time: 60.0
fTemperature 50.05
W Connected to instrument at pilatus300k credo:41234 e 3 Open Mask: mask_short_20140929 N\ edn
0.00 kV 0.00 mA 0.00 W 1398.33 h * be | Artifacts (Le. chip flares)
Shutter lights Optics vacuum Water coolin, Tube position Shutter mechanism_ _Tube temperature P Plot properties
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ﬂ N — — e e \
Turn X-rays OFF Open shutter esat fadures Power do Start warm-up Stand by 3 wer \\ t
10* \ H
ad 0 » ‘\ ‘
Shutter i5: closed . 4 |
* Exposure period set to: 1.015000 100 N
* Rate correction 13 on: tau 20 ‘
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N images set to: 1 107 Wil
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A berendezés beallitasa és a minta allapotanak kontrollja (T, id6, egyéb)

A. Wacha, Z. Varga and A. Béta: CREDO: A New General-Purpose Laboratory Instrument for Small-
Angle X-ray Scattering, Journal of Applied Crystallography, 47 (2014) 1749-1754.
A. Wacha: Optimized pinhole geometry for small-angle scattering, Journal of Applied

Crystallography, 48 (2015) xxxx-XXxx.



SASBDB

Small Angle Scattering Biological Data Bank

Curated repository for small angle scattering
data and models

Small angle scattering (SAS) of X-ray and neutrons provides structural information on
biological macromolecules in solution at a resolution of 1-2 nm.

SASBDB is a fully searchable curated repository of freely accessible and downloadable
experimental data, which are deposited together with the relevant experimental
conditions, sample details, derived models and their fits to the data.

SASBDB currently contains:
138 experimental data sets
234 models


http://www.sasbdb.org/

SASDAC2 - Lyz
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Small Angle Scattering Biological Data Bank


http://www.sasbdb.org/

SASDAC2 — Lyz in Sodium Acetate

log I(s) CRYSOL modell

SAXS data collected at X33, DORIS 2012-Sep-21
Darja Ruskule

SASDAG2 - Lyz in Sodium Acetate
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Small Angle Scattering Biological Data Bank


http://www.sasbdb.org/
http://www.sasbdb.org/data/SASDAC2/
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Uj kutatasok: Fehérjék kompaktsaga / Bodor A.
(ELTE, NMR labor)

Lizozim vizes oldatban (standard protein: monodiszperz,
monomodalis, globularis megfelel6 elektrolitban, pufferben)

korrelacids ,,csucs” a térbeli rendezettség kovetkezménye
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Koszonjiik a MEDinPROT tamogatasat!



