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ABSTRACT
Aims Tumour heterogeneity and altered activation of
signalling pathways play important roles in therapy
resistance. The PI3K/Akt/mTOR signalling network is a
well-known regulator of several functions that contribute
to tumour growth. mTOR exists in two functionally
different multiprotein complexes. We aimed to determine
mTOR activity-related proteins in clinically followed,
conventionally treated colon carcinomas and to analyse
the correlation between clinical data and mTORC1 and
mTORC2 activity.
Methods Immunohistochemistry was performed with
different antibodies on tissue microarray blocks from 103
patients with human colorectal adenocarcinoma.
mTORC1- and mTORC2-related activity were scored on
different stainings including analysis of the expression of
Raptor and Rictor—specific elements of mTORC1 and
C2 complexes. The staining scores and clinical/survival
data were compared and analysed.
Results Detailed characterisation showed stage and
grade independent high mTOR activity in 74% of cases.
High mTOR activity was present in mTORC1 and/or
mTORC2 complexes; >60% of cases had mTORC2-
related high mTOR activity. Based on our analysis,
high mTOR activity and Rictor overexpression could be
markers of a bad prognosis. Combined phosphoprotein
and Rictor/Raptor expression evaluation revealed even
stronger statistical correlation with prognosis.
Conclusions The presented staining panel could be
appropriate and highly recommended for the accurate
specification of mTORC1 and C2 activity of tumour
tissues. This could help in the selection of mTOR
inhibitors and can provide information about prognosis,
which may guide decisions about the intensity of
therapy.

INTRODUCTION
The PI3K/Akt/mTOR signalling network is a well-
known regulator of several functions that contrib-
ute to tumour growth.1 Recently published articles
and reviews describe the potential role of its alter-
ation, especially high mTOR (mammalian/mechan-
istic target of rapamycin) activity, in contributing to
resistance to therapy.2 mTOR is a serine/threonine
protein kinase which exists in two different multi-
protein complexes (mTORC1 and mTORC2).
These possess specific elements such as Raptor
(mTORC1) and Rictor (mTORC2),3 and play dif-
ferent roles in a variety of cellular functions (eg,
proliferation, survival, protein synthesis, metabol-
ism, autophagy, lipid synthesis); moreover, mTOR
complexes have different sensitivity to mTOR

inhibitors (figure 1). Clinically available mTOR
inhibitors, the rapalogs (analogues of rapamycin
such as everolimus and temsirolimus are specific
mTORC1 inhibitors), do not inhibit mTORC2 dir-
ectly, although results are conflicting about the
effects of prolonged in vivo treatment, which can
lead to inhibition of mTORC2 activity as well.4 5

mTORC1 primarily promotes phosphorylation
of S6K1 and 4EBP1 whereas mTORC2 directly
activates other distinct proteins such as Akt by
phosphorylating its hydrophobic motif (Ser473).
The phosphorylation of target proteins can contrib-
ute to different pro-proliferative and anti-apoptotic
functions in tumour cells as well.3 The high fre-
quency of somatic and germline mutations resulting
in mTOR pathway activation makes pharmaco-
logical inhibition of mTOR a promising therapeutic
target for a variety of human cancers.6 7 New
mTOR inhibitors have been developed and are
being tested in clinical trials.8 Besides mTORC1
inhibitor rapalogs, specific ATP-competitive and
allosteric mTOR inhibitors and dual inhibitors have
also been developed, which can inhibit both com-
plexes. These could be very effective for reversing
resistance to treatment related to alterations in the
signalling network.9 mTOR inhibitors have been
introduced and approved in the treatment of
patients with metastatic renal cell carcinoma, mantle
cell lymphoma, pancreatic neuroendocrine tumours
and advanced breast cancer with a poor prognosis.10

Colorectal cancer is the third most commonly
diagnosed cancer worldwide. The conventional
therapy for colorectal cancer is surgery and chemo-
therapy, in certain cases combined with radiotherapy.11

Tumour heterogeneity and related overactivation of
alternative signalling pathways and/or activation of
dormant cancer stem cells using cross-talk with the
microenvironment12 13 play an important role in
resistance to treatment,14 both in conventional and
targeted therapy. Studying the molecular back-
ground of these can assist in improving clinical
strategies and will help to introduce new combin-
ation therapies in the future.
Clinical trials are still ongoing with different

inhibitors—in addition, next-generation mTOR
inhibitors—and their combinations in several tumour
types such as advanced solid tumours.15 However,
their therapeutic effectiveness remains unclear,7 and
limited data are available about the characterisation of
phosphoprotein expression in mTOR signalling and
the activity of mTORC1 and mTORC2 complexes.
The aim of our study was to determine mTOR
activity-related proteins in clinically followed,
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conventionally treated cases of colon carcinoma and to analyse
the correlation between clinical data and mTORC1 and
mTORC2 activity.

METHODS
Patients
Samples from 103 patients (53 men, 50 women) diagnosed with
colorectal adenocarcinoma between 1996 and 2004 at the
Semmelweis University were included in our study. All patients
underwent surgery and received standard 5-fluorouracil (5-FU)
and oxaliplatin combination treatment. The mean age of the
patients was 62 years and the median age was 63 years (range
34–78 years). Median survival time was 77 months. Clinical
data were available for a minimum follow-up period of 5 years;
overall survival (OS) was followed for a 10-year period in all
studied cases in our database. Adenocarcinomas were located in
the colon (n=72) or the rectum (n=31). According to Dukes’
classification (modified by Astler-Coller), 33 tumours were stage
B2, 5 were stage C1, 56 were stage C2 and 9 were stage D.

Tissue microarray and immunohistochemistry
Formalin-fixed paraffin-embedded tissue blocks were reviewed
and areas were designated for tissue microarray (TMA) blocks.

Use of patient biopsy materials and all protocols were approved
by the Institutional Ethical Review Board (TUKEB no. 7/2006).
A minimum of two cores (2 mm) were selected from different
areas of blocks and four TMA blocks were constructed (70
tissue cores/block). In some cases a third or fourth core and
other control tissues such as normal colon and lymph node
tissues were included.

Antigen retrieval was performed for 20–30 min in 10 mM
citrate buffer (pH=6) or Targeted Retrieval Solution (Dako).
Slides were incubated with primary antibodies (overnight at 4°C),
followed by Novolink secondary detection system (Novocastra),
diaminobenzidine substrate and haematoxylin counterstaining.
The antibodies used for the characterisation and the proteins
related to mTORC1 and mTORC2 complexes and their activity
are summarised in figure 1 and table 1.

The intensity of the immunohistochemistry (IHC) reaction (0,
negative; 1+, weak; 2+, moderate; 3+, strong positivity) was
agreed upon before blind evaluation of the scores. The cut-off
for positivity was set at 10% of tumour cells staining for the
antibodies related to mTOR signalling based on other published
recommendations.16 Scoring was done by two independent
pathologists. For phosphorylated-mTOR IHC, samples with a
score of 2+ or 3+ were considered as tumours with high

Figure 1 Simplified scheme of the structures and regulatory roles of different mTOR complexes and the discrimination of mTORC1 and mTORC2
complexes using immunohistochemistry. Both large protein complexes of mTORC1 and mTORC2 include mTOR kinase (mTOR), mLST8 proteins. In
addition, mTORC1 includes Raptor and mTORC2 includes Rictor. The detection of Raptor and Rictor—the large scaffold proteins regulating mTORC1
and mTORC2 assembly and structure—helps to distinguish the protein complexes. mTORC2 also includes Protor and mSIN1, and both complexes
have several negative and positive regulators such as PRAS40, Deptor-mTOR inhibitor proteins. Other distinct characteristics of these protein
complexes are their rapamycin sensitivity (FKBP12 protein is necessary for rapamycin binding), upstream signals (growth factors, nutrients and
energy supply), activation of mTORC1 and mTORC2 direct/indirect targets (eg, p70S6K, 4EBP1, Akt) and biological functions. Based on these, using
different immunohistochemistry stainings we could detect mTOR kinase (anti-mTOR) and its activity (p-mTOR) in different complexes. The amount of
Raptor and Rictor helps to distinguish between the complexes, where this activity is realised at tissue level. Moreover, anti-p-4EBP1 and p-S6 (direct
and indirect targets) of mTORC1 could also help to prove mTORC1 activity in situ. mTOR, mammalian target of rapamycin; mLST8, mammalian
lethal with SEC13 protein 8 TORC subunit; Raptor, Regulatory-associated protein of mTOR; Rictor, Rapamycin-insensitive companion of mammalian
target of rapamycin; Deptor, DEP domain-containing mTOR-interacting protein; PRAS40, proline-rich Akt substrate-40 kDa; FKBP12, 12 kDa
FK506-binding protein; hSIN1, human Stress Activated Protein Kinase Interacting Protein 1; Protor, protein observed with Rictor; p70S6K, ribosomal
S6 kinase-70 kDa; 4E-BP1, eIF4E-binding protein 1; SREBP, sterol regulatory element binding protein; S6, ribosomal S6 protein; SGK, serum- and
glucocorticoid-regulated kinase; p, phosphate.
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mTOR activity and samples with a score of 0 or 1+ were con-
sidered as tumours with low mTOR activity. In case of disagree-
ment (less than 10%), a consultative discussion involving a third
pathologist gave the final score. Raptor/Rictor dominant expres-
sion was determined based on staining intensity. To evaluate
Rictor or Raptor dominance, one of the two proteins had to
have a higher staining score (a difference of at least one score)
to be considered dominantly expressed; their expression was
considered balanced if staining intensity was equal. 3DHistech
Pannoramic Viewer software and a Nikon E200 microscope
were used to evaluate TMAs.

Case distribution was statistically analysed and compared with
high/low mTOR activity and Rictor/Raptor expression in colon
carcinomas according to Dukes’ stage with χ2 test. OS was esti-
mated using the Kaplan-Meier method. Multivariable analysis
of different factors was done using the Cox regression model. In
these analyses, PAST software (free software downloaded from
http://folk.uio.no) or SPSS software (Statistical Package for the
Social Sciences, Chicago, Illinois, USA) were used; p<0.05 was
considered statistically significant.

RESULTS
Immunohistochemical analysis of proteins indicative of
mTOR pathway activity in colorectal carcinomas
Seven IHC reactions (mTOR, p-mTOR, p-S6, p-4EBP1,
p-AMPK, Rictor and Raptor) were performed on 103 cases.
The evaluation of p-mTOR staining showed high mTOR activity
in 76 cases (73.8%) (table 2). p-4EBP1 and p70S6K are well-
known direct target molecules of mTOR; however, p-S6 IHC stain-
ing proved to be the most sensitive and reliable marker of mTOR
(especially mTORC1) activity in biopsies.17 The co-expression
patterns of p-S6, p-4EBP1 and p-mTOR were therefore care-
fully analysed in all samples.

Strong (2+/3+) cytoplasmic p-S6 staining intensity was found
in 74 of the 76 high p-mTOR expressing cases and p-4EBP1
staining was also correlated well with these. Only three cases
with high mTOR activity were negative for p-4EBP1; however,
a strong correlation was detected between high p-S6 and
p-mTOR expression in these samples. Therefore, these three
were also considered as cases with high mTOR activity in the
final evaluation. We found only two cases where high p-mTOR
expression was accompanied by weak p-S6 and no p-4EBP1
staining. Moreover, weak p-S6 and p-mTOR staining (low
mTOR activity) was detected in the other part of the samples
(n=27). AMPK negatively regulates mTOR activity, which was
supported by our cases as well. p-AMPK staining was positive in
all tumour tissues with low mTOR activity and AMPK kinase
activity was lacking in tumours with high mTOR activity.
p-AMPK IHC positivity was detected only in one sample with
high mTOR activity.

Presence of mTORC1 and mTORC2 complexes in colorectal
carcinomas
To analyse the activities related to the two different complexes,
samples were divided into distinct groups based on cytoplasmic
Raptor and Rictor expression (characteristic of mTORC1 and
mTORC2, respectively): (1) cases with dominant Rictor expres-
sion (n=51, 49.5%); (2) cases with dominant Raptor expression
(n=14, 13.6%); and (3) cases with balanced Raptor and Rictor
expression (n=38, 36.9%). Interestingly, the two cases charac-
terised by high mTOR kinase activity (indicated by p-mTOR)
and no mTORC1-related protein expression (ie, low p-S6 and
no p-4EBP1) showed high dominance of Rictor expression,
which suggests that mTOR activity was probably due to
mTORC2 in these cases. Tumour cells with high mTOR activity
showed dominant Rictor expression in 39 samples, balanced
Raptor and Rictor expression in 29 cases and dominant Raptor
expression in 8 cases (figures 2 and 3).

mTOR activity and complex distribution are independent
prognostic factors in colorectal carcinoma
No correlation was found between mTOR activity and patient
gender, age or tumour stage by statistical analysis (χ2 test).
However, the patients’ survival data and IHC results showed
that low mTOR activity significantly correlated with a good
prognosis. OS at 5 years was 77.8% in the group with low
mTOR activity and 46.1% in the group with high mTOR activ-
ity (p<0.05). Cases with low mTOR activity and dominant
Raptor expression showed the best prognosis, and all these
patients had a survival longer than 5 years. Cases with high
mTOR activity and dominant Rictor or balanced complex
expression showed the worst prognosis, with similar survival
rates (5-year OS 41% and 41.3%, respectively). However, the
group of patients with high mTOR activity and dominant
Raptor expression carried a distinct prognosis: their OS was

Table 2 Case distribution related to mTOR activity, Rictor/Raptor
expression and 5-year overall survival (OS) of different groups of
patients with colorectal carcinoma

mTOR activity

Cases High Low

Total 103 (100%) 76 (73.8%) 27 (26.2%)
OS >5 years 56 (54.4%) 35 (46.1%) 21 (77.8%)

Raptor/Rictor expression dominancy

Rictor dominant expression 51 (49.5%) 39 (76.5%) 12 (23.5%)
OS >5 years 23 (45.1%) 16 (41%) 7 (58.3%)

Raptor dominant expression 14 (13.6%) 8 (57.1%) 6 (42.9%)
OS >5 years 10 (71.4%) 4 (50%) 6 (100%)

Balanced Rictor and Raptor expression 38 (36.9%) 29 (76.3%) 9 (23.7%)
OS >5 years 20 (52.6%) 12 (41.3%) 8 (88.9%)

Table 1 Primary antibodies (immunohistochemistry)

Detected protein mTOR p-mTOR Raptor Rictor p-S6 p-4EBP1 p-AMPK

Source cat. # CST #2983 CST #2976 Nov #110-57455 Bethyl #00429 CST #2211 CST #2855 CST #2535
Dilution 1:150 1:100 1:150 1:500 1:150 1:500 1:100
Retrieval TRS Citrate TRS Citrate Citrate TRS Citrate

Antigen retrieval was performed for 20–30 min in 10 mM citrate buffer (pH=6) or TRS and was followed by incubation with indicated primary antibodies overnight at 4°C.
Bethyl, Bethyl Laboratories; CST, Cell Signalling Technology; Nov, Novus Biotechnology; TRS, Targeted retrieval Solution (Dako).
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better (50%) than for the other cases with high mTOR activity
but worse than for patients with low mTOR activity (tables 2
and 3). Based on the expression pattern of mTORC1 and
mTORC2 complex-related Rictor and Raptor proteins,
dominant Rictor expression also seems to have a prognostic
relevance as this group of patients had the worst prognosis
(5-year OS 45.1%).

Kaplan-Meier analysis confirmed the correlation between
worse OS and high mTOR activity accompanied by putative
mTORC2 complex activity (ie, mTOR activity with Rictor dom-
inant expression or balanced Rictor and Raptor expression).
Our data suggest that these factors may potentially play a role in
predicting therapeutic results and patient survival (figure 4).
Cox regression analysis (including prognostic variables such as
age, gender and histological grade) also indicated that high
mTOR activity or high Rictor expression predicted a poor
outcome, such as Dukes’ stage. Cox regression analysis showed
shorter survival increased independently of other variables such
as age and gender. However, this analysis confirmed that high
mTOR activity is an independent prognostic factor for short
survival in patients with colorectal cancer. The results of HR
and adjusted HR are displayed in table 4.

DISCUSSION
Previous studies have shown that about two-thirds of colorectal
carcinomas display high mTOR activity.18 19 Our detailed char-
acterisation of the in situ expression of proteins related to the
mTOR pathway showed high mTOR activity in 74% of the
examined cases, and the evaluation confirmed stage- and
grade-independent activity of mTOR signalling in colorectal car-
cinomas (60–77%). This corresponds well with other results for

Figure 2 Rictor, Raptor, p-S6 and p-mTOR expression patterns in colon carcinomas. Type I: high mTOR activity with dominant Rictor expression,
characteristic of mTORC2 complex activation expression (one representative sample from 39 cases). Type II: high mTOR activity with dominant
Raptor expression, characteristic of mTORC1 complex activation (one representative sample from eight cases). Type III: high mTOR activity with
balanced Raptor and Rictor expression (one representative sample from 29 cases). Type IV: low mTOR activity (one representative sample from 27
cases). (IHC; Zeiss, Axioscope 2 Plus, 400×).

Figure 3 Patterns of mTOR activity in colon carcinoma samples and
5-year overall survival of patients. Overall survival data are given in
percentages relative to the patient groups with different mTOR activity
patterns.
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stage IIIB colon carcinomas.20 p-S6 IHC is one of the most sen-
sitive markers of mTORC1 activity in paraffin-embedded
tissues.17 In our study, 97% of the cases with high p-mTOR
expression showed high p-S6 expression and the remaining two
cases—with low p-S6 expression and high p-mTOR IHC scores
—were characterised by high Rictor expression, suggesting that
mTOR activity could be related to mTORC2.

The detected high mTOR activity was present with dominant
Rictor or balanced Raptor and Rictor expression in 66% of the
studied tumours. Others reported mTORC2 activity in colon
carcinomas based on p-Akt/Akt1–2 IHC.19 21 There are several

phosphorylation sites of Akt protein, which could be phos-
phorylated mTOR independently and mTORC2 phosphorylates
Akt at Ser473 phosphorylation, earlier studies could not distin-
guish phosphorylation sites. Moreover, the instability of p-Akt
proteins and the specificity of the previously used antibodies
make these interpretations somewhat conflicting.22 Our study is
the first to distinguish mTORC1- and mTORC2-related mTOR
activity in colon carcinomas. We determined the activity of mTOR
kinase (p-mTOR) or mTORC1 (p-4EBP1, p-S6) and the expres-
sion of Raptor and Rictor—specific elements of mTORC1 and
mTORC2 complexes—in the malignant cells. Our results show

Table 3 Case distribution of high/low mTOR activity and Rictor/Raptor expression in colon carcinomas according to Dukes’ stage

High mTOR activity (n=76) Low mTOR activity (n=27)

Dukes’ stage Rictor Balanced Rictor/Raptor Raptor Rictor Balanced Rictor/Raptor Raptor

B2 (33 cases) 24 (72.7%) 9 (27.3%)
13 (39.4%) 8 (24.3.6%) 3 (9.1%) 4 (12.1%) 1 (3%) 4 (12.27%)

C1 (5 cases) 3 (60%) 2 (40%)
3 (60%) 0 0 1 (20%) 1 (20%) 0

C2 (56 cases) 43 (76.8%) 13 (23.2%)
21 (37.5%) 17 (30.4%) 5 (8.9%) 6 (10.8%) 3 (5.3%) 4 (7.1%)

D (9 cases) 6 (66.7%) 3 (33.3%)
2 (22.2%) 4 (44.5%) 0 1 (11.1%) 1 (11.1%) 1 (11.1%)

Figure 4 Survival (5-year overall survival) analysis of patients with colon carcinoma according to mTOR activity. (A) Low and high mTOR activity
defines patient groups with good and poor survival, respectively (p<0.01). (B) Different mTORC1- and mTORC2-related protein expression patterns
predict distinct survival probabilities (dominance of Rictor expression/mTORC2 complex, dominance of Raptor expression/mTORC1 complex or
balanced complex expression were distinguished). (C) Patient survival can be refined by combined analysis of mTOR activity and the presence of C1
and C2 complexes where kinase activity can be manifested (low/high mTOR: low/high mTOR activity; Raptor/Rictor: dominance of Raptor/Rictor;
Ri=Ra: balanced expression of Rictor and Raptor). The statistical significance of the relevant compared pairs was added. (D) Pooling together groups
with a similar prognosis (based on combined analysis of mTOR activity and the presence of mTORC1 and mTORC2 complexes as shown in C)
segregates good and bad prognostic categories clearly (p<0.05).
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that only one marker of mTOR activity or only p-Akt IHC is not
sufficient for this distinction.

It was previously reported that mTOR mRNA or protein
overexpression is a negative prognostic marker in colorectal
cancer.21 23 24 The presence of the active form and the activity
related to the two different complexes—not only the expression
—were determined and compared with the prognosis of patients
who received conventional therapy in our study. Our analysis
showed that high mTOR activity and Rictor overexpression
could be markers of a bad prognosis. Combined phosphoprotein
and Rictor/Raptor expression analysis revealed an even stronger
statistical correlation with prognosis. Survival of patients with
low mTOR activity along with dominant Raptor or balanced
Rictor and Raptor expression, or with high mTOR activity
along with dominant Raptor expression, was significantly longer
than for the others (p=0.00178). Based on these results, we
suggest testing for protein expression patterns related to mTOR
activity for guiding prognosis.

Several authors propose that mTOR inhibitors may increase
the effectiveness of treatments and may help overcome therapy
resistance in different tumours.1 25–27 The results of clinical
trials show that mTORC1 inhibitors without combination are
not sufficiently effective and do not make as great a clinical con-
tribution as single agents.28–31 It was shown that mTOR activity
is frequently related to mTORC2 in colon cancers. However,
rapamycin sensitivity of the mTORC2 complex is controver-
sial,32 and Rictor overexpression may predict low or no
response against conventional rapalogs/mTORC1 inhibitors.
Chemical improvements are aimed at promoting inhibitors
with greater anticancer effects than rapalogs,33 but the potential
side effects of novel inhibitors and combinations should also be
considered.34–36 mTOR activity—especially related to the
mTORC2 complex—has also emerged as a driving force behind
intrinsic or acquired resistance to targeted drugs used in clinical
practice such as HER2 or BRAF inhibitors. Several clinical trials
have addressed this issue, and it would be interesting to investi-
gate mTOR activity and Rictor expression in situ in these cases
as well.37 38 Rictor overexpression could also be interesting
because Rictor has also been reported in focal adhesion com-
plexes where it may enhance cellular survival and metastatic
spread of tumour cells in an mTOR-independent manner.39

In summary, C1 and C2 complex-related mTOR activities
were detected in colon carcinomas, which indicates that these
activities can serve as targets for different therapies. The novelty
of our results is that two-thirds of the examined cases also had
mTORC2-related activity. Thus, recently completed clinical
trials with mTOR inhibitors yielding low success rates or failure
may need to be re-evaluated and mTOR activities related to dif-
ferent complexes should be determined before applying mTOR

inhibitors.40–42 Our results suggest that the accurate analysis of
tumour tissues and their heterogeneity as well as the specifica-
tion of mTORC1 and mTORC2 activity should be included in
the study design. The IHC panel presented here could be appro-
priate for these purposes, and we highly recommend using
p-mTOR, p-S6, Rictor and Raptor staining and scoring, which
should be feasible in the routine diagnostic setting. This panel
not only indicates the presence of the complexes to be targeted,
which helps selection from different mTOR inhibitors, but pro-
vides information about prognosis which may guide decisions
about the intensity of treatment. It would also be worthwhile to
develop a new staining method for real quantitative analysis of
mTORC1 and mTORC2 activity in formalin-fixed paraffin-
embedded tissues (by Duolink, for example). Based on these, we
suggest that all of the above have to be taken into account, and
the success of personalised targeted therapy lies in understand-
ing the relevant context and choosing the right target and
therapeutic combination for the right patient.

Take home messages

▸ The majority of colorectal carcinoma cases have mTORC2
complex-related high mTOR activity.

▸ mTOR activity and the related complex distribution are
independent prognostic factors in colorectal carcinomas.

▸ mTOR activity related to different mTOR complexes should
be determined with p-mTOR, p-S6, Rictor and Raptor IHC
staining and scoring before applying mTOR inhibitors in
colorectal carcinomas.
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Table 4 Results of Cox regression analysis

HR (95% CI)
p Value

HRa (95% CI)
p Value

High mTOR expression 2.952 (1.329 to 6.558) 0.008 2.577 (1.145 to 5.803) 0.022
High Rictor expression 2.621 (0.994 to 7.274) 0.064 2.597 (0.923 to 7.311) 0.071
Dukes’ stage 2.132 (1.118 to 4.069) 0.022 2.153 (1.125 to 4.118) 0.021
Age 0.996 (0.965 to 1.028) 0.796 1.007 (0.974 to 1.041) 0.701
Gender 1.517 (0.872 to 2.641) 0.14 1.446 (0.823 to 2.541) 0.2

Dukes’ stage was defined as B1 and C1-C2-D. High Rictor expression was defined when Rictor ≥Raptor.
HRa, adjusted HR (adjustment for all other factors included in the table).
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